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	摘要(中)	仙草於台灣是一種重要的經濟作物，過往研究具有抗發炎及利尿的功效，然而目前世界上並無任何對於仙草的真菌記錄，包括內生及非內生真菌。於此研究中我們從經由表面消毒後的健康宿主之根、莖和葉中分離了內生真菌，以DNA序列分析及形態學鑑定菌種。我們從15株無病徵仙草，共810個植物切片中分離出154個菌株，其中Cercospora、Colletotrichum 和Fusarium 為最常見的屬，此三屬一般被認為是低專一性之植物病原菌，我們經由感染實驗證實了其中一支內生真菌Corynespora cassiicola 的潛在致病性，我們假設這些病原菌是潛伏於宿主中，待其年老或環境不利於生長時，第一時間感染並腐生宿主本體，我們還利用了感染實驗來驗證從實驗中所分離的植物病原菌可以再次感染回健康的宿主。Hypoxylon 是本研究中出現頻率第四的屬，並且Hypoxylon cf. investiens 是唯一一種Hypoxylon 菌種。
	摘要(英)	Platostoma palustre is an important economic crop in Taiwan. Previous studies have shown its anti-inflammatory and diuretic effects. However, there is no fungal record in the world for this plant, including endophytic and non-endophytic fungi. In this study, we isolated endophytic fungi from surface sterilized healthy roots, stems, and leaves. Pure cultures were identified by DNA sequence analysis and morphology. We obtained 154 isolates from 810 fragments of 15 symptomless plants of P. palustre. The most common species belonging to the genera Cercospora, Colletotrichum, and Fusarium were generally considered to be low-specific plant pathogens. We confirmed the latent pathogenicity with an infection experiment with an endophytic strain of Corynespora cassiicola. We hypothesize that these fungi are latent pathogens in the host and may get the initiative to infect the host when the host becomes weakened by senescence or changing environment. Hypoxylon was the fourth most common genus and represented by H. cf. investiens was as the single Hypoxylon species.
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