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	摘要(中)	小雨蛙(Microhyla fissipes)由Boulenger(1884)所命名，其模式地點(type locality)在台灣的台南地區，常見於台灣、中國大陸和中南半島。此物種名開始時並未被廣泛接受，直到2005年Matsui等人研究證實了分布在東亞和東南亞的族群為Microhyla fissipes的有效性。由於近年Microhyla mukhlesuri的發表，其活動範圍和Microhyla fissipes重疊，並且兩物種親緣關係並未被深入研究。因此本研究使用從台灣採集69隻 Microhyla fissipes和NCBI上公開的核甘酸序列資料進行分析，利用12S、16S和Cytb核苷酸序列進行p-distance、Bayesian演算、Maximum Likelihood和分子時鐘分析。根據演化樹和p-distance結果，東亞及東南亞小雨蛙可分為四個群：台灣中國群、中越東泰群、南越群以及西泰群，並根據模式地點推論，台灣中國群為Microhyla fissipes，西泰群為Microhyla mukhlesuri，中越東泰群和南越群可能為隱蔽物種。此外，四個群共同祖先大約開始於24,600年前開始分化，此時期正好是最近一次的大冰河時期。
	摘要(英)	Microhyla fissipes is a species which can be easily found in Taiwan, China and Indo-China. Boulenger in 1884 reported Microhyla fissipes as a new species with type locality in Tainan, Taiwan, but not well  be recognized until 2005. Besides,there was a new species named Microhyla mukhlesuri published in 2014 and its distribution was considered greatly overlapping with Microhyla fissipes’s. In addition, the phylogentic relationship of Microhyla fissipes and Microhyla mukhlesuri in East and Southeast Asia is imperative to be clarified. In this study, we used the DNA sequences of 12S,16S and Cytb acquired from 69 samples newly collected in Taiwan with published data on NCBI to investigate the phylogeoegaphy of Microhyla fissipes in East and Southeast Asia by p-distance ,the Bayesian inference ,Maximum Likelihood and Molecular clock estimates. Based on our results, we summarized that there were four groups in East and Southeast Asia, including Taiwan-China group, Mid-Vietnam-East-Thailand group, South Vietnam group,and West Thailand group. According to the species type locality, Taiwan- China group is Microhyla fissipes and West-Thailand group is Microhyla mukhlesuri. In addition, the group in South Vietnam and the group of Mid-Vietnamm-East-Thailand might be two cryptic species in Indo-China. The ancestors of these four groups started to diverse about 24,600 years ago during the latest glacial epoch period.
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