

	[image: ]	
[image: ]




博碩士論文 88241005 詳細資訊








  
  	以作者查詢圖書館館藏	、以作者查詢臺灣博碩士	、以作者查詢全國書目	、勘誤回報	、線上人數：37	、訪客IP：44.202.179.42


  	姓名	
      	  吳裕振(Yuh-Jenn Wu)  
		      查詢紙本館藏  	畢業系所	數學系
	論文名稱	
      	  伯氏先驗分布在貝氏存活分析
與貝氏遞升迴歸的應用
(Application of Bernstein Prior inBayesian Isotonic Regression
)
      	   
	相關論文		★ 用Pfam-A建議BLAST之計分表(Scoring Matrix)與空格罰分(Gap Penality)	★ Motif長度未知之貝氏多重序列比對方法
	★ 現狀家庭數據在相關伽瑪致病傾向模型之無母數估計	★ 利用兄弟數據之多點遺傳連鎖分析方法
	★ 半母數混合模型估計的一致性及其應用	★ 隨機右設限數據之風險率的貝氏估計方法
	★ 利用Bernstein多項式來研究二元迴歸	★ 從傳染病家庭資料估計與時間相關的傳佈參數
	★ 連續型變數之記數過程在傳染病資料上之應用	★ 數據依賴誤差之階梯函數迴歸的貝氏方法
	★ 由伯氏多項式對形狀限制的回歸函數定義最大概似估計量



	檔案	
		   		[image: ][Endnote RIS 格式]   
		      [image: ][Bibtex 格式]     	
      [image: ][相關文章]   [image: ][文章引用]   [image: ][完整記錄]   [image: ][館藏目錄]   [image: ][檢視]  [image: ][下載]	本電子論文使用權限為同意立即開放。
	已達開放權限電子全文僅授權使用者為學術研究之目的，進行個人非營利性質之檢索、閱讀、列印。
	請遵守中華民國著作權法之相關規定，切勿任意重製、散佈、改作、轉貼、播送，以免觸法。

  
      

	摘要(英)	Summary I


Bayesian survival analysis of right-censored survival data is studied using priors on Bern-


strin polynomials and Markov chain Monte Carlo methods. These priors easily take into


consideration geometric information like convexity or initial guess on the cumulative hazard functions. The support of these priors contains only smooth functions. Certain frequestist asymptotic properties of the posterior distribution are established. Simulation studies indi-cate that these Bayes methods are quite satisfactory.


Summary II


Bayesian isotonic regressions are studied using priors on Bernstein polynomials and


Markov chain Monte Carlo methods. These priors are °exible and have support the space of bounded, increasing, and continuous functions satisfying certain geometric properties, such as being convex or sigmoidal. As an application, a Baysian isotonic and sigmoidal regression model is successfully employed to conduct data normalization in cDNA microarray exper-iments with DNA control sequences, where calibration curves relating °uorescence signal intensities to gene expressional levels are studied as regression functions.
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      	  ★ Bayesian Isotonic Regression
★ Bernstein Prior
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